Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.068; wR factor = 0.156; data-to-parameter ratio = 17.0.
The formula unit of the title molecular complex, 2C 16 Table 1 Hydrogen-bond geometry (Å , ). been prepared (Matoga et al., 2007; Tan, 2009) . As a contribution to this field, the isolation and the structure of the title 2/1 co-crystal are presented here .
The molecular structure of 2C 16 H 16 N 2 O 3 .C 16 H 16 N 2 O 2 , together with the atom-numbering scheme, is illustrated in Fig.1 . Selected bond lengths and angles are given in Table 1 . The asymmetric unit of the title co-crystal comprises two (E)-N'-(1-(2-hydroxyphenyl)ethylidene)-2-phenoxyacetohydrazide (A) molecules and a molecule of 2,2'-(1,1'-Azinodiethylidyne)diphenol (B), with no proton transfer. The 2,2'-(1,1'-Azinodiethylidyne)diphenol molecule (B) has been reported previously (Tai et al., 2008) . The N3-N3A (1.394 (4) Å) distance is similar to the corresponding distances observed for other compounds (Lu et al., 1993) . In the molecule A, the N1-N2(hydrazine) bond distance of 1.375 (2) Å is shorter than the corresponding N-N value of 1.382 (2) Å in a related compound (Wen et al., 2005) . The dihedral angle between both aromatic rings for molecule A is 85.76 (2)°, and the molecules A are linked into supermolecule chain along the c axis by intermolecular N2-H2A···O2I hydrogen bonds [symmetry code: (I) x, 1/2 -y, -1/2 + z] (Fig. 2) . In addition, there are intramolecular O1-H01A···N1 and O4-H04A···N3 hydrogen bonds in molecules A and B respectively. Stacking interactions between A and B are within van der Waals contacts (Fig.3) .
Experimental
A solution of 2,2'-(1,1'-azinodiethylidyne)diphenol (0.2 mmol) in 10 ml of EtOH was added to a solution of (E)-N'-(1-(2-hydroxyphenyl)ethylidene) -2-phenoxyacetohydrazide (0.2 mmol) in 10 ml of the same solvent, upon which the solution was refluxed for 1 h. Then the yellow solution was obtained after filtering. Two week later, yellow crystals of the title compound were isolated from the solution.
Refinement
In the title compound, H atoms bonded to C/N atoms were positioned geometrically and refined using a riding and rotating 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
